In the title compound, C 22 H 13 BrN 2 O 7 ÁCHCl 3 , the pyran ring adopts a shallow sofa conformation with the C atom bearing the bromochromene system as the flap [deviation = 0.291 (3) Å ]. The dihedral angle between the pyran fusedring system (all atoms; r.m.s. deviation = 0.032 Å ) and the bromochromene ring system (r.m.s. deviation = 0.027 Å ) is 87.56 (9) . An intramolecular N-HÁ Á ÁO hydrogen bond closes an S(6) ring. The Cl atoms of the solvent molecule are disordered over two sets of sites in a 0.515 (6):0.485 (6) ratio. In the crystal, inversion dimers linked by pairs of N-HÁ Á ÁO hydrogen bonds generate R 2 2 (12) loops. The packing also features C-HÁ Á ÁO and very weak -[centroidcentroid separation = 3.960 (2) Å ] interactions, which link the dimers into a three-dimensional network.
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S1. Comment
Chromene derivatives are heterocyclic compounds that have a variety of industrial, biological and chemical synthesis applications (Geen et al., 1996; Ercole et al., 2009) . They exhibit a number of pharmacological activities such as anti- , anti-inflammatory, anti-bacterial, anti-allergic, anti-cancer, etc. (Khan et al., 2010; Raj et al., 2010) . Against this background an X-ray diffraction study of the title compound and its structural aspects are presented herein.
HIV
The asymmetric unit of the title compound is shown in Fig.1 . The six-membered central pyran ring is very similar to a screw boat conformation as evidenced by the puckering parameters q 2 = 0.204 (4) Å, θ = 112.7 (11) and φ = 6.7 (12)°, respectively. The atoms C10 and O3 are deviating from the mean plane of C8-C9-C11-C12 by -0.266 and -0.644 Å, respectively. The chromene ring (O2/C1-C9) and (O7/C14-C22) are almost planar and normal to one another with a dihedral angle of 88.20 (2)° between their mean planes. The nitro group is bonded to the pyran ring at CC with the torsion angle C12-C11-N1-O5 0f 3.5 (5)°, indicating a (+) syn-periplanar conformation for this group. The chromene ring attached to the pyran ring at C10 with torsion angle C11-C10-C14-C15 of 117.6 (4)°, indicating a (+) anti-clinal conformation for this group. The title compound exhibits structural similarities with already reported related structure (Raja et al., 2015) .
In the crystal structure, the molecules are linked to form an infinite chain along [100], through N2-H···O5 hydrogen bonds, generating graph set motifs R 2 2 (12) (Fig.2 ). In addition, there is a N-H···O intramolecular interaction.
S2. Experimental
4-Hydroxycoumarin (0.81 g, 5 mmol), 6-bromo-4-oxo-4H-chromene-3-carbaldehyde (0.78 g, 5 mmol) and NMSM (0.74 g, 5 mmol) were mixed in ethanol at room temperature (3 h) in the presence of TEA (triethylamine 0.1 eq), as a catalyst.
Upon completion of the reaction, the mixture was filtered, and washed with ethanol to obtained desired white product in 93% yield. Colourless blocks of the title compound were recrystallised from chloroform solution.
S3. Refinement
N and C-bound H atoms were positioned geometrically (C-H = 0.93-0.98 Å) and allowed to ride on their parent atoms, with U iso (H) = 1.5U eq (C) for methyl H atoms and 1.2U eq (C) for all other H atoms.
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Figure 1
The molecular structure of the title molecule, with displacement ellipsoids drawn at 30% probability level. The intramolecular hydrogen bond, which generates an S(6) ring motif, is shown as a dashed line. 
